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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STKr) detected errors when processing the following computer readable 
form: 



Appliciilion Serial Number: Joj^/X^^^ 

Source _ ' 

4)atc Processed b>%STIC: ilp^Jdi ^ 

* THE ATTACHED PRiNtOUT EXPLAINS DETECTED ERRORS. 
PLEASE FORWARD THIS INFOR^L\TION TO THE APPLICANT BV EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMiMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATEN TIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308^221 
Fffecthe i20.WJt : TELEPHONE: 571.272-251(1; FAX: 571-273-0221 



TO KEI)i:CE RRRORED SEQUENCE LISTINGS. PLEASE USL THE CHECKER 
VERSION 4.1 PROGIUM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TR/\DEM ARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

httD;/Avww>ttSDto.govAveb/offfice$/pac/checker/chkr4Inote.htm 



Applicants siibiniuing genetic sequence iiifonmiion cleclronicaliy on diskette or CD-Rom sltonld be nwarc Ihsil there is 

a possibility llial (he disk/CD*Roin may have been alTectcd by treatment given to nil incoming tmil 

Please consider using alternate methods of submission for tlic disk/CD-Rom or rcplacemcni disk/CD-Rom. 

A ny rcDlv including a scciuchcc listing in electronic form shoul d NOT be sent to the 2023 1 zip code address for the 

United States Client and Tnidcmark OfTicc. and instead slio utd be sent via the following to the indicnlcd addresses: 

I. EFS-Bio (<htf pi//w\vw.usDto.gov/cbc/efs/downloa(l$/clocuments.htm> , EFS Submission 

User Manual - ePA VH) 
2 U.S. Postal Scnice: Commissioner for Patents. PO Box 1450. Alexandria, VA 22313-1450 
y Hand Carry directly to (EFFECTrVE 12/01/03): 

U S. Patent and Tnidcmark OfTicc, Do.\ Sequence^ Customer \Vindo%y, Lobby. Room IB03. Crystal Plaza Two. 

2(U I South Clark Place. Aflingtoii, VA 22202 
4 Federal Express, United Parcel Ser\ ice, ok other delivci^* scnice to: U.S. Patent and Trademark Office. 

Box Sequence, Room4B03-Mailrooin, Crystal Plaza Two, 201 1 South Chirk Phcc^Arlingion. VA 22202 

Revised 10/08/03 



Raw Sequence Listing Error Summary 



r.KU OK llK TKCm:» SUCCKyrEO C OHRECTION serial NuKinER:./^ //tfC.. 

^TTN: tf£W RULES CASES: PLEASP. DISREGARD ENGLISH -ALniA'* HEADERS. WHICH WERE INSERTED ttY PTO SOFTWARE 

I WiapiKil Nudetcs The numUbr^icxt ai ihc end of each line "wrapped" (Joyn lo ihc ncxi line* *ni8 hiay occur if your file 

Wrapped Aminos was retrieved in i word processor after cicaiin^ tf/FM^asc adjust >'Our right mar|*tn to .3: Ihis will 
prevent ''wrapping'* ^ 

2 Invalid Line Length The rules require thai a line not exeeed 72 characters in length. lYiis inchides white spaces. 

3 Misaligned Amino The numbering under each 5* amino acid is misaligned. Do not use lab codes bclwecn numbers; 

Numbering use spaec ebaraetcn. instead. ^ 

4 --^ Non>ASCH %The submillcd file was not saved in A^ll(DOS) icxt. as required by the Sequence Rules. IMcasc 
'ensure your subsequent submission is saved in ASCII text. 

5 ^Variable Length Scquencefs) contain n's or Xaa's representing niorc than one residue. Per Sequence Rules, 

' *" each n or Xaa can only represent a single residue* Please present the maximum number of each 

residue having variable length and indicate in the <220>-<223> section (hat some may be missing. 

6 Patentin 2.0 A -bug" in Patcniln version 2.0 has caused ihc <220-<223> section to be missing from amino acid 

"bug"* sequenccs(s) . Normally, Patcniln would automatically generate this section from the 

previously coded nucleic xid sequence. Please manually copy ihe relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies lo Ibe mandatory <220>-<223> sections for 
Artifiebl or Unknown scqncncet^ 

? ^Skipped Sef)uences Scquencc(s) missing, irmtcnitonal, please insert the following lines for each skipped sequence 

(OLD RULES) (2) INFORMATION FOR SEQ ID NaX: (insert SBQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any suUieadings under this heading) 
(xi) SKQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is sliown) 
This sequence is mtenitonally skipped 

Please also adjust the **(ii) NUMBER OF SEQUENCES:** response co include the skipped sequences. 

8 Skipped Sequences Sequence(s} misiing. If Intentional, please insert the following lines for each skipped sequence. 

(NEW RULES) <2 1 0> sequence id number 
<4(X> sequenc#td number 
000 

9 U seofn*«orXaa'« Ute of n*sand^orXaa*$ have been detected in the Sequence Listing. ^ 

. (NEW RULES) Per 1.823 of Sequence Rules, use of <220>A223> is MANDATORY if r*s or Xaa's are present. 

I In <220> to <223> section, olease exolain location of n or Xaa. and which residue n or Xaa reoresenti^. . . 



1 ^ Misuse of n/Xaa V can only represent a single nucleotide: ''Xaa** can only represent a single amino acid 

AMC - Biotechnology Systems Branch - 09/09/2003 



c 
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RAH SSOUENCE LISTING DATE: 11/29/2003 

PATENT APPLICATION: 08/10/712,359 TIME: 13:13:21 

Input Set : A:\16153-6007.txt 

Output Set: K:\CSF4\11282003\J712359.raw 

3 <110> APPLICANT: CHANG, Y-H 

4 VETRO, J. A. 

5 NICKA, W.S. 

7 <120> TITLE OF INVENTION: Dominant Negative Variants of Methionine Aminopeptidase 

8 2 ("MetAP2'') and Clinical Uses Therefor 
10 <130> FILE REFERENCE: 16153-8007 

C*-> 12 <140> CORREMT APPLICATION HUMBBR: 08/10/712,359 
C~> 13 <141> CURREMT FZZJHG DATE: 2003*11-^13 

15 <160> NUMBER OF SEQ 10 NOS: 26 

17 <170> SOFTWARE: Patentin Ver. 2.0 

19 <210> SEQ ID NO: 1 . - - .omplv 

20 <211> LENGTH: 71 • . . , r« r. ^^-^^^'lo'• 
21 <212> TYPE: PRT ..... i.v^-.. 

22 <213> ORGANISM: Human polylysine 7 io 

24 <400> SEQUENCE: 1 ^'ff^ ' 

2b Lys Lys Arg Arg Lys Lys Lys Lys Ser Lys Gly Pro Ser Ala Ala 
26 ' I 5 10 15 

28 Gly Glu Gin Glu Pro Asp Lys Glu Ser Gly Ala Ser Val Asp Glu Val 

29 20 25 30 

31 Ala Arg Gin Leu Glu Arg Ser Ala Leu Glu Asp Lys Glu Arg Asp Glu 

32 35 40 45 

34 Asp Asp Glu Asp Gly Asp Gly Asp Gly Asp Gly Ala Thr Gly Lys Lys 

35 50 55 60 

37 Lys Lys Lys Lys Lys Lys Lys 

38 65 70 

41 <210> SEQ ID NO: 2 

42 <211> LENGTH: 71 

43 <212> TYPE: PRT 

44 <213> ORGANISM: Mouse polylysine 

46 <400> SEQUENCE: 2 

47 Lys Lys Lys Arg Arg Lys Lys Lys Lys Gly Lys Gly Ala Val Ser Ala 

48 1 5 10 15 

50 Val Gin Gin Glu Leu Asp Lys Glu Ser Gly Ala Leu Val Asp Glu Val 

51 20 25 30 

53 Ala Lys Gin Leu Glu Ser Gin Ala Leu Glu Glu Lys Glu Arg Asp Asp 

54 35 40 45 

56 Asp Asp Glu Asp Gly Asp Gly Asp Ala Asp Gly Ala Thr Gly Lys Lys 

57 50 55 . _ . 60 

59 Lys Lys Lys Lys Lys Lys Lys 

60 65 70 

63 <210> SEQ ID NO: 3 

64 <211> LENGTH: 57 

65 <212> TYPE: PRT 



filc://C:\CRF4\Outhold\VsrJ7I2359.hlin 
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RAH SEQUENCE LISTING 

PATENT APPLICATION: US/10/712,359 



DATE: 11/29/2003 
TIME: 13:13:21 



Input Set : A:\16153*8007.txt 

Output Set: M:\CRF4\11282003\J712359.raif 

66 <213> ORGANISM: Saccharomyces poiylysine 



68 


<400> SEQUENCE: 3 














69 


Thr Asp Ala Glu lie Glu Asn 


Ser 


Pro 


Ala 


Ser 


Asp 


Leu Lys Glu Leu 


70 


1 5 






10 






15 


72 


Asn Leu Glu Asn Glu Gly Val 


Glu 


Gin 


Gin 


Asp 


Gin 


Ala Lys Ala Asp 


73 


20 




25 








30 


75 


Glu Ser Asp Pro Val Glu Ser 


Lys 


Lys 


Lys 


Lys 


Asn 


Lys Lys Lys Lys 


76 


35 


40 










45 


78 


Lys Lys Lys Ser Asn Val Lys 


Lys 


He 











79 
82 
83 
84 



55 



50 

<210> SEQ ID NO: 
<211> LENGTH: 35 
<212> TYPE: DNA J 
85 <213> ORGANISMCs^thetic oligonucleotide 
87 <400> SEQUENCE: 4 " 



<220> 
<223> 



88 
90 

91 <211> 
92 
93 
95 
96 
97 

99 <400> 
100 
102 

<2ll> 

<212> 
<213> 
<220> 
<221> 
<222> 



35 



103 
104 
105 
107 
108 
109 
110 



caaccattgt gctqcagctt tcacacccaa tgcag 
<210> SEQ ID NO: 5 

LENGTH: 35 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: synthetic 
ol igonucieo t ide 
SEQUENCE: 5 
ctgcattggg tgtgaaagct gcagcacaat ggttg 
<210> SEQ ID NO: 6 
LENGTH: 478 
TYPE: PRT 

ORGANISM: Human dnvMetAP2 
FEATURE: 



35 



NAME/KEY: 
LOCATION: 



SITE 
(219) 



<223> OTHER INFORMATION: May be any naturally occurring amino acid 



112 <220> 

113 <221> 

114 <222> 

115 <223> 

117 <220> 

118 <221> 

119 <222> 

120 <223> 

122 <220> 

123 <221> 

124 <222> 

125 <223> 

127 <220> 

128 <221> 

129 <222> 



FEATURE: 
NAME/KEY: SITE 
LOCATION: (231) 
OTHER INFORMATION: 
FEATURE: 
NAME/KEY: SITE 
LOCATION: (251) 
OTHER INFORMATION: 
FEATURE: 
NAME/KEY: SITE 
LOCATION: (262) 
OTHER INFORMATION: 
FEATURE: 
NAME/KEY: SITE 
LOCATION: (328) 



May be any amino acid, except His 



May be any naturally occurring amino acid 



May be any naturally occurring amino acid 



130 <223> OTHER INFORMATION: May be any naturally occurring amino acid 



filc://C:\CRF4\Outhold\VsrJ7I2359.Iitin 
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RAW SSQDEKCE LISTING DATE: 11/29/2003 

PATENT APPLICATION: OS/10/712«359 TIME: 33:13:21 

Input Set : A:\16153-8007.txt 

Output Set: N:\CHF4\11282003\J712359.raw 

132 <220> FEATURE: 

133 <221> NAME/KEY: SITE 

134 <222> IXX:ATI0N: (331) 

135 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

137 <220> FEATURE: 

138 <221> NAME/KEY: SITE 

139 <222> LOCATION: (338).. (339) 

140 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

142 <220> FEATURE: 

143 <221> NAME/KEY: SITE 

144 <222> LOCATION: (364) 

145 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

147 <220> FEATURE: 

148 <221> NAME/KEY: SITE 

149 <222> LOCATION: (444) 

150 <223> OTHER INFORMATION: Nay be any naturally occurring amino acid 

152 <220> FEATURE: 

153 <221> NAME/KEY: SITE 

154 <222> LOCATION: (447) 

155 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

157 <220> FEATURE: 

158 <221> NAME/KEY: SITE 

159 <222> LOCATION: (459) 

160 <223> OTHER INFORMATION: Nay be any naturally occurring amino acid 



162 


<400> SEQUENCE: 


6 




















163 


Met 


Ala 


Gly 


Val 


Glu 


Glu Val Ala 


Ala 


Ser 


Gly 


Ser 


His 


Leu 


Asn 


Gly 


164 


1 






5 






10 










15 




166 


Asp 


Leu 


Asp 


Pro 


Asp 


Asp Arg Glu 


Glu 


Gly 


Ala 


Ala 


Ser 


Thr 


Ala 


Glu 


167 








20 






25 










30 






169 


Glu 


Ala 


Ala 


Lys 


Lys 


Lys Arg Arg 


Lys 


Lys 


Lys 


Lys 


Ser 


Lys 


Gly 


Pro 


170 






35 






40 










45 








172 


Ser 


Ala 


Ala 


Gly 


Glu 


Gin Glu Pro 


Asp 


Lys 


Glu 


Ser 


Gly 


Ala 


Ser 


Val 


173 




50 








55 








60 










175 


Asp 


Glu 


Val 


Ala 


Arg 


Gin Leu Glu 


Arg 


Ser 


Ala 


Leu 


Glu 


Asp 


Lys 


Glu 


176 


65 










70 






75 










80 


178 


Arg 


Asp 


Glu 


Asp 


Asp 


Glu Asp Gly 


Asp 


Gly 


Asp 


Gly 


Asp 


Gly 


Ala 


Thr 


179 










85 






90 










95 




181 


Gly 


Lys 


Lys 


Lys 


Lys 


Lys Lys Lys 


Lys 


Lys 


Arg 


Gly 


Pro 


Lys 


Val 


Gin 


]82 








100 






]05 










110 






184 


Thr 


Asp 


Pro 


Pro 


Scr 


Val Pro He 


Cys 


Asp 


Leu 


Tyr 


Pro 


Asn 


Gly 


Val 


185 




115 






120 










125 








187 


Phe 


Pro 


Lys 


Gly 


Gin 


Glu Cys Glu 


Tyr 


Pro 


Pro 


Thr 


Gin 


Asp 


Gly 


Arg 


188 




130 








135 








140 










190 


Thr 


Ala 


Ala 


Trp 


Arg 


Thr Thr Ser 


Glu 


Glu 


Lys 


Lys 


Ala 


Leu 


Asp 


Gin 


191 


145 








150 






155 










160 


193 


Ala 


Ser 


Glu 


Glu 


He 


Trp Asn Asp 


Phe 


Arg 


Glu 


Ala 


Ala 


Glu 


Ala 


1113 


194 










165 






170 










175 




196 


Arg 


Gin 


Val 


Arg 


Lys 


Tyr Val Met 


Ser 


Trp 


He 


Lys 


Pro 


Gly 


Met 


Thr 



197 180 185 190 



file://C:VCRF4\Oui]wld\Vsrl7l23S9Jitm 
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BAW SEQUENCE LISTING DATE: 11/29/2003 

PATENT APPLICATION: US/10/712r359 TIME: 13:13:21 











Input Set : 


A:\16153-8007.txt 




















Output Set: 


N: \CRF4\11282003\ J712359 . raw 






199 


Met 


lie 


Glu 


lie 


Cys 


Lil U 


Lys 


Leu 




Asp 


Cys 


Ser 


Arg 


Lys 


Leu 


He 


200 






195 








ZUKJ 










£ w J 








202 


Lys 


Glu 


Asn 


Gly 


Leu 


Asn 


Axa 


f^t mm 

Gxy 


IjOU 


Axe 








civ 


Cys 


Ser 


203 


210 




























205 


Leu 


Asn 


Asn 


Cys 


Ala 


Ala 


Aaa 


Tyr 


mr 


Pro 


Asn 








Thr 


Thr 


206 


225 




























240 


208 


Val 


Leu 


Gin 


Tyr 


ASp 


Asp 


iie 


Cys 


Lys 


T 1 <a 


AO CI 




Glv 


Thr 


His 


He 


209 








245 




















255 




211 


Ser 


6.1 y 


Arg 


lie 


lie 


xaa 


Cys 




r ne 


1 ilL 


vox 


Thr 


Phe 


Asn 


Pro 


Lys 


212 
























270 




He 


214 


Tyr 


Asp 


Thr 


Leu 


Leu 


Lys 


AX a 




Lys 




Al A 


Thr 


Asn 


Thr 


Gly 


215 


275 




























217 


Lys 


Cys 


Ala 


Gly 


lie 


ASp 


vai 


Arg 


Leu 


Cys 


- 

Asp 


vctx 


*jxy 


Glu 


Ala 


He 


218 


290 






























220 


Gin 


Glu 


Val 


Met 


Glu 


Ser 


Tyr 


Glu 


Val 


Glu 


lie 


Asp 


oiy 


Lys 


Thr 


Tyr 


221 


305 










310 










^13 










320 


223 


Gin 


Val 


Lys 


Pro 


He 


Arg 


Asn 


xaa 


Asn 


Giy 


V a s 

xaa 


Ser 


T 1 


\3jLy 


Gin 


Tyr 


224 








325 




















335 




226 


Arg 


Xaa 


Xaa 


Ala 


Gly 


Lys 


Tnr 


val 


Fro 


lie 


va J 


Lys 




UXjf 


Glu 


Ala 


227 






340 










Oil e 
345 
















229 


Thr 


Arg 


Met 


Glu 


Glu 


Gly 


Glu 


\f sal 

vai 


Tyr 


Aia 


T1 o 


Aao 


Thr 


Phfi 
chilis 


Gly 


Ser 


230 




355 










3ou 


















232 


Thr 


Gly 


Lys 


Gly 


Val 


val 


His 


Asp 


Asp 


ner 


11 

laiu 


v^ys 




His 


Tyr 


Met 


233 




370 








1*71* 










JO V/ 










235 


Lys 


Asn 


Phe 


Asp 


Val 


Gly 


His 


Val 


Pro 


He 


Arg 


Leu 


Pro 


Arg 


Thr 


Lys 


236 


385 








390 










395 










400 


238 


His 


Leu 


Leu 


Asn 


val 


He 


Asn 


Glu 


Asn 


Phe 


Gly 


Thr 


Leu 


Ala 


Phe 


Cys 


239 










405 










410 










415 




241 


Arg 


Arg 


Trp 


Leu 


Asp 


Arg 


Leu 


Gly 


Glu 


Ser 


Lys 


Tyr 


Leu 


Met 


A] a 


Leu 


242 


420 










425 










430 






244 


Lys 


Asn 


Leu 


Cys 


Asp 


Leu 


Gly 


He 


Val 


Asp 


Pro 


Xaa 


Pro 


Pro 


Xaa 


Cys 


245 




435 








440 










445 








247 


Asp 


He 


Lys 


Gly 


Ser 


Tyr 


Thr 


Ala 


Gin 


Phe 


Xaa 


His 


Thr 


He 


Leu 


Leu 


246 


450 






455 










460 










250 


Arg 


Pro 


Thr 


Cys 


Lys 


Glu 


Val 


val 


Ser 


Arg 


Gly 


Asp 


Asp 


Tyr 






251 


465 










470 










475 













254 <210> SEQ ID NO: 7 

255 <211> LENGTH: 478 

256 <212> TYPE: PRT 

257 <213> ORGANISM: Mouse MetAP2 

259 <220> FEATURE: 

260 <221> NAME/KEY; SITE 

261 <222> LOCATION: (219) 

262 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

264 <220> FEATURE: 

265 <221> NAME/KEY: SITE 

266 <222> LOCATION: (231) 

267 <223> OTHER INFORMATION: May be any amino acid, except His 
269 <220> FEATURE: 
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RAH SEC2UE1ICB USTING DATE: 11/29/2003 

PATENT APPLICATION: US/10/712,359 TIME: 3 3:13:21 

Input Set : A:\X6153-8007.txt 

Output Set: M:\CRF4\112S2003\J712359.raw 

270 <221> NAME/KEY: SITE 

271 <222> LOCATION; (251) 

272 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

274 <220> FEATURE: 

275 <221> NAME/KEY: SITE 

276 <222> LOCATION: (262) 

277 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

279 <220> FEATURE: 

280 <221> NAME/KEY: SITE 

281 <222> LOCATION: (328) 

282 <223> OTHER INTORMATION: May be any naturally occurring amino acid 

284 <220> FEATURE: 

285 <221> NAME/KEY: SITE 

286 <222> LOCATION: (331) 

• 287 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

289 <220> FEATURE: 

290 <221> NAME/KEY: SITE 

291 <222> LOCATION: (338).. (339) 

292 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

294 <220> FEATURE: 

295 <221> NAME/KEY: SITE 

296 <222> LOCATION: (364) 

297 <223> OTHER INFORMATION: May be any natura] ly occurring amino acid 

299 <220> FEATURE: 

300 <221> NAME/KEY: SITE 

301 <222> LOCATION: (444) 

302 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

304 <220> FEATURE: 

305 <221> NAME/KEY: SITE 

306 <222> LOCATION: (447) 

307 <223> OTHER INFORMATION: May be any naturally occurring amino acid 

309 <220> FEATURE: 

310 <221> NAME/KEY: SITE 

311 <222> LOCATION: (459) 

312 <223> OTHER INTORMATION: May be any naturally occurring amino acid 

314 <400> SEQUENCE: 7 

315 Met Ala Gly Val Glu Gin Ala Ala Ser Phe Gly Gly His Leu Asn Gly 

316 15 10 15 

318 Asp Leu Asp Pro Asp Asp Arg Glu Glu Gly Thr Ser Ser Thr Ala Glu 

319 20 25 30 

321 Glu Ala Ala Lys Lys Lys Arg Arg Lys Lys Lys Lys Gly Lys Gly Ala 

322 35 40 45 

324 Val Ser Ala Val Gin Gin Glu Leu Asp Lys Glu Ser GJy Ala Leu Val 

325 50 55 60 

327 Asp Glu val Ala Lys Gin Leu Glu Ser Gin Ala Leu Glu Glu Lys Glu 

328 65 70 75 80 

330 Arg Asp Asp Asp Asp Glu Asp GJy Asp Gly Asp Ala Asp Gly Ala Thr 

331 ^ 85 90 95 
333 Gly Lys Lys Lys Lys Lys Lys Lys Lys Lys Arg Gly Pro Lys Val Gin 
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RAK SEQUENCE LISTING ERROR STAtiARr 

PATENT APPLICATION: DS/10/712,359 



DATE: 11/29/2003 
TIME: 13:13:22 



Input Set : A:\16153-8007.tzt 

Output Set: N:\CRF4\11282003\J712359.raw 



PloasA Noto: 

Um of n and/or Xaa hava been deteoted in the Sequence Listing. Please review the 
Seqoenoe Listing to enauxe that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xto. 

Seq#:6; Xaa Pos, 219, 231, 251, 262, 328, 331, 338, 339, 364, 444, 447, 4S9 
Seq#:7; Xaa Pos- 219,231,251,262,328,331,338,339,364,444,447,459 
Seql:8; Xaa Pos. 162, 174, 194, 20b, 271, 274, 281, 282, 307, 387, 390, 402 
Seqt:9; N Pos. 693 
Seq«:10; N Pos. 693 
Seqttll; N Pos. 522 

Seqt:16; Xaa Pos. 219,231,251,262,328,331,338,339,364,444,447,459 
Seqt:18; N Pos. 779 
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